SEQUENCE LISTING 



<110> Aya Jakobovits 

Daniel E.H. Afar 
Pia M. Challita-Eid 
Elana Levin 

Steve Chappell Mitchell 
Rene S . Hubert 

<120> 84P2A9: PROSTATE AND TESTIS SPECIFIC 
PROTEIN HIGHLY EXPRESSED IN PROSTATE CANCER 



<130> 129.1-US-U1 
<160> 28 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2345 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (163) . . . (1674) 
<400> 1 

attcggcacg aggtggaagt cgccggtgct gttgtagttg gagtctgttc acgggcctga 60 
gcttcgaggc caggctcctg ggtgtcgtta atgttcgggg ccgccgggcg ccaaccgatc 12 0 
ggagctccag cagccgggaa cagctggcat ttcagtagaa cc atg gag gag ctg 174 

Met Glu Glu Leu 
1 

gtt cat gac ctt gtc tea gca ttg gaa gag age tea gag caa get cga 222 
Val His Asp Leu Val Ser Ala Leu Glu Glu Ser Ser Glu Gin Ala Arg 
5 10 15 20 

ggt gga ttt get gaa aca gga gac cat tct cga agt ata tct tgc cct 270 
Gly Gly Phe Ala Glu Thr Gly Asp His Ser Arg Ser lie Ser Cys Pro 
25 30 35 



ctg aaa cgc 
Leu Lys Arg 



aat gtg cat 
Asn Val His 
55 

gat tct agt 
Asp Ser Ser 
70 

aat aat aaa 
Asn Asn Lys 
85 

aag cgc agg 
Lys Arg Arg 



cag gca agg 
Gin Ala Arg 
40 

cac ccg tgg 
His Pro Trp 



tta gaa gaa 
Leu Glu Glu 



aaa gat cac 
Lys Asp His 
90 

ccg tea tea 
Pro Ser Ser 
105 



aaa agg aga 
Lys Arg Arg 
45 

gag act ggt 
Glu Thr Gly 
60 

cca age aag 
Pro Ser Lys 
75 

agt gac tct 
Ser Asp Ser 



aac tta aat 
Asn Leu Asn 



ggg aga aaa 
Gly Arg Lys 



cac tgc tta 
His Cys Leu 



gac tat aga 
Asp Tyr Arg 
80 

gat gac caa 
Asp Asp Gin 
95 

aat aat gtt 
Asn Asn Val 
110 



egg agg teg 
Arg Arg Ser 
50 

agt gaa ggc 
Ser Glu Gly 
65 

gag aat cac 
Glu Asn His 



atg tta gta 
Met Leu Val 



cga ggg aaa 
Arg Gly Lys 
115 



tat 318 
Tyr 



tct 366 
Ser 



aat 414 
Asn 



gca 462 

Ala 

100 

aga 510 
Arg 



1 



cct eta tgg cat gag tct gat ttt get gtg gac aat gtt ggg aat aga 558 
Pro Leu Trp His Glu Ser Asp Phe Ala Val Asp Asn Val Gly Asn Arg 
120 125 130 

act ctg cgc agg agg aga aag gta aaa cgc atg gca gta gat etc cca 6 06 

Thr Leu Arg Arg Arg Arg Lys Val Lys Arg Met Ala Val Asp Leu Pro 
135 140 145 

cag gac ate tct aac aaa egg aca atg acc cag cca cct gag ggt tgt 654 
Gin Asp lie Ser Asn Lys Arg Thr Met Thr Gin Pro Pro Glu Gly Cys 
150 155 160 

aga gat cag gac atg gac agt gat aga gec tac cag tat caa gaa ttt 702 
Arg Asp Gin Asp Met Asp Ser Asp Arg Ala Tyr Gin Tyr Gin Glu Phe 
165 170 175 180 

acc aag aac aaa gtc aaa aaa aga aag ttg aaa ata ate aga caa gga 750 
Thr Lys Asn Lys Val Lys Lys Arg Lys Leu Lys lie lie Arg Gin Gly 
185 190 195 

cca aaa ate caa gat gaa gga gta gtt tta gaa agt gag gaa acg aac 798 
Pro Lys lie Gin Asp Glu Gly Val Val Leu Glu Ser Glu Glu Thr Asn 
200 205 210 

cag acc aat aag gac aaa atg gaa tgt gaa gag caa aaa gtc tea gat 846 
Gin Thr Asn Lys Asp Lys Met Glu Cys Glu Glu Gin Lys Val Ser Asp 
215 220 225 

gag etc atg agt gaa agt gat tec age agt etc age age act gat get 894 
Glu Leu Met Ser Glu Ser Asp Ser Ser Ser Leu Ser Ser Thr Asp Ala 
230 235 240 

gga ttg ttt acc aat gat gag gga aga caa ggt gat gat gaa cag agt 942 
Gly Leu Phe Thr Asn Asp Glu Gly Arg Gin Gly Asp Asp Glu Gin Ser 
245 250 255 260 

gac tgg ttc tac gaa aag gaa tea ggt gga gca tgt ggt ate act gga 990 
Asp Trp Phe Tyr Glu Lys Glu Ser Gly Gly Ala Cys Gly lie Thr Gly 
265 270 275 

gtt gtg ccc tgg tgg gaa aag gaa gat cct act gag eta gac aaa aat 1038 
Val Val Pro Trp Trp Glu Lys Glu Asp Pro Thr Glu Leu Asp Lys Asn 
280 285 290 

gta cca gat cct gtc ttt gaa agt ate tta act ggt tct ttt ccc ctt 1086 
Val Pro Asp Pro Val Phe Glu Ser lie Leu Thr Gly Ser Phe Pro Leu 
295 300 305 

atg tea cac cca age aga aga ggt ttc caa get aga etc agt cgc ctt 1134 
Met Ser His Pro Ser Arg Arg Gly Phe Gin Ala Arg Leu Ser Arg Leu 
310 315 320 

cat gga atg tct tea aag aat att aaa aaa tct gga ggg act cca act 1182 
His Gly Met Ser Ser Lys Asn lie Lys Lys Ser Gly Gly Thr Pro Thr 
325 330 335 340 

tea atg gta ccc att cct ggc cca gtg ggt aac aag aga atg gtt cat 1230 
Ser Met Val Pro lie Pro Gly Pro Val Gly Asn Lys Arg Met Val His 
345 350 355 

ttt tec ccg gat tct cat cac cat gac cat tgg ttt age cct ggg get 1278 
Phe Ser Pro Asp Ser His His His Asp His Trp Phe Ser Pro Gly Ala 



360 



365 



370 



agg aca gag cat gac cag cat cag ctt ctg aga gat aat cga get gaa 132 6 

Arg Thr Glu His Asp Gin His Gin Leu Leu Arg Asp Asn Arg Ala Glu 
375 380 385 

gga cac aag aaa aat tgt tct gtg aga aca gec age agg caa aca 13 74 

Arg Gly His Lys Lys Asn Cys Ser Val Arg Thr Ala Ser Arg Gin Thr 
390 395 t 400 

age atg cat tta gga tec tta tgc acg gga gat ate aaa egg aga aga 1422 
Ser Met His Leu Gly Ser Leu Cys Thr Gly Asp lie Lys Arg Arg Arg 
405 410 415 420 

aaa get gca cct ttg cct gga cct act act gca gga ttt gta ggt gaa 1470 
Lys Ala Ala Pro Leu Pro Gly Pro Thr Thr Ala Gly Phe Val Gly Glu 
425 430 435 

aat gee cag cca ate eta gaa aat aat att gga aac cga atg ctt cag 1518 
Asn Ala Gin Pro lie Leu Glu Asn Asn lie Gly Asn Arg Met Leu Gin 
440 445 450 

aat atg ggc tgg acg cct ggg tea ggc ctt gga cga gat ggc aag ggg 1566 
Asn Met Gly Trp Thr Pro Gly Ser Gly Leu Gly Arg Asp Gly Lys Gly 
455 460 465 

ate tct gag cca att caa gee atg cag agg cca aag gga tta gga ctt 1614 
lie Ser Glu Pro lie Gin Ala Met Gin Arg Pro Lys Gly Leu Gly Leu 
470 475 480 

gga ttt cct eta cca aaa agt act tec gca act act ace ccc aat gca 1662 
Gly Phe Pro Leu Pro Lys Ser Thr Ser Ala Thr Thr Thr Pro Asn Ala 
485 490 495 500 

gga aaa tec gee taagaaaagc aaagaagaaa tgttttacag actttattca 1714 
Gly Lys Ser Ala 



ctatgtccca ttgttctaaa atgataacat gacttctgtt tttgaagcaa aaatctacat 1774 

tgcctcaaac acatcactct agcttcctta ctgcatacag tcctgccata gtgagagaaa 1834 

tgggatttca tcacaattca tggtgctaaa atgaaaacct ctgeacttta atttttttca 1894 

gtaatttcca gctatttcta ggtataaaga geagctegtt tctcttattt attttagtct 1954 

catgtgtcaa tactttccga tgetttgett aattcatgta tgtgtgcagt getgeaatge 2014 

ccagacaaac gtgagcacac ccaccagttt ctaaaatgga atagacagga aaagattgtg 2074 

ttttatatca tccctatcta ttgtaaccca aaagacctac catcgcatca gtgaagtccg 2134 

aacacatctt tgtttgaaag gcttgtcaat ttcatattcc ttgaattggc ttcttggtga 2194 

ggattttctg acagagtgat acccatcaat tttctatcct tagacaatgt agtgtgaagt 2254 

tcacagttga caaacaacaa ttaatgtttc ccttggatgt tttgacaaaa ataaacctca 2314 

tcgttgttat caccaaaaaa aaaaaaaaaa a 2345 

<210> 2 
<211> 504 
<212> PRT 

<213> Homo Sapiens 
<400> 2 

Met Glu Glu Leu Val His Asp Leu Val Ser Ala Leu Glu Glu Ser Ser 

15 10 15 

Glu Gin Ala Arg Gly Gly Phe Ala Glu Thr Gly Asp His Ser Arg Ser 

20 25 30 

lie Ser Cys Pro Leu Lys Arg Gin Ala Arg Lys Arg Arg Gly Arg Lys 

35 40 45 

Arg Arg Ser Tyr Asn Val His His Pro Trp Glu Thr Gly His Cys Leu 



3 





50 


Ser 


Glu Gly Ser 


65 




Glu 


Asn His Asn 


Met 


Leu Val Ala 




100 


Arg 


Gly Lys Arg 




115 


Val 


Gly Asn Arg 




130 


Val 


Asp Leu Pro 


145 




Pro 


Glu Gly Cys 


Tyr 


Gin Glu Phe 




180 


He 


Arg Gin Gly 




195 


Glu 


Glu Thr Asn 




210 


Lys 


Val Ser Asp 


225 




Ser 


Thr Asp Ala 


Asp 


Glu Gin Ser 




260 


Glv 


He Thr Gly 




275 


Leu 


Asp Lys Asn 




290 


Ser 


Phe Pro Leu 


305 




Leu 


Ser Arg Leu 


Gly 


Thr Pro Thr 




340 


Arg 


Met Val His 




355 


Ser 


Pro Gly Ala 




370 


Asn 


Arg Ala Glu 


385 




Ser 


Arg Gin Thr 


Lys 


Arg Arg Arg 




420 


Phe 


Val Gly Glu 




435 


Arg 


Met Leu Gin 




450 


Asp 


Gly Lys Gly 


465 




Gly 


Leu Gly Leu 


Thr 


Pro Asn Ala 




500 



55 

Asp Ser Ser Leu 
70 

Asn Asn Lys Lys 
85 

Lys Arg Arg Pro 

Pro Leu Trp His 
120 

Thr Leu Arg Arg 
135 

Gin Asp He Ser 
150 

Arg Asp Gin Asp 
165 

Thr Lys Asn Lys 

Pro Lys He Gin 
200 

Gin Thr Asn Lys 
215 

Glu Leu Met Ser 
230 

Gly Leu Phe Thr 
245 

Asp Trp Phe Tyr 

Val Val Pro Trp 
280 

Val Pro Asp Pro 
295 

Met Ser His Pro 
310 

His Gly Met Ser 
325 

Ser Met Val Pro 

Phe Ser Pro Asp 
360 

Arg Thr Glu His 
375 

Arg Gly His Lys 
390 

Ser Met His Leu 
405 

Lys Ala Ala Pro 

Asn Ala Gin Pro 
440 

Asn Met Gly Trp 
455 

He Ser Glu Pro 
470 

Gly Phe Pro Leu 
485 

Gly Lys Ser Ala 



60 

Glu Glu Pro Ser 
75 

Asp His Ser Asp 
90 

Ser Ser Asn Leu 
105 

Glu Ser Asp Phe 

Arg Arg Lys Val 
140 

Asn Lys Arg Thr 
155 

Met Asp Ser Asp 
170 

Val Lys Lys Arg 
185 

Asp Glu Gly Val 

Asp Lys Met Glu 
220 

Glu Ser Asp Ser 
235 

Asn Asp Glu Gly 
250 

Glu Lys Glu Ser 
265 

Trp Glu Lys Glu 

Val Phe Glu Ser 
300 

Ser Arg Arg Gly 
315 

Ser Lys Asn He 
330 

He Pro Gly Pro 
345 

Ser His His His 

Asp Gin His Gin 
380 

Lys Asn Cys Ser 
395 

Gly Ser Leu Cys 
410 

Leu Pro Gly Pro 
425 

lie Leu Glu Asn 

Thr Pro Gly Ser 
460 

lie Gin Ala Met 
475 

Pro Lys Ser Thr 
490 



Lys 


Asp 


Tyr 


Arg 








80 


Ser Asp Asp 


Gin 






95 




Asn 


Asn 


Asn 


Val 




110 






Ala 


Val 


Asp 


Asn 


125 








Lys 


Arg 


Met 


Ala 


Met 


Thr 


Gin 


Pro 








160 


Arg Ala Tyr 


Gin 






175 




Lys 


Leu 


Lys 


He 




190 






Val 


Leu 


Glu 


Ser 


205 








Cys 


Glu 


Glu 


Gin 


Ser 


Ser 


Leu 


Ser 








240 


Arg 


Gin Gly 


Asp 






255 




Gly Gly Ala 


Cys 




270 






Asp 


Pro 


Thr 


Glu 


285 








lie 


Leu 


Thr 


Gly 


Phe 


Gin 


Ala 


Arg 








320 


Lys 


Lys 


Ser 


Gly 






335 




Val 


Gly Asn 


Lys 




350 






Asp 


His 


Trp 


Phe 


365 








Leu Leu Arg 


Asp 


Val 


Arg 


Thr 


Ala 








400 


Thr Gly Asp 


lie 






415 




Thr 


Thr 


Ala 


Gly 




430 






Asn 


lie 


Gly 


Asn 


445 








Gly Leu 


Gly 


Arg 


Gin 


Arg 


Pro 


Lys 








480 


Ser 


Ala 


Thr 


Thr 






495 





<210> 3 

<211> 425 

<212> DNA 

<213> Homo Sapiens 



4 



